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Fig. 1 



>Score = 38. 1 

413 QPSPSGAAVNSSESLPPSSSVNDISSMSTDQTL (SEQ ID NO: 21) 

374 OSSATFSTAATSVSSSASSGVSLSSSMNTANSL (SEQ ID NO: 22) 

OS SSSSVSSMTL 

>Score = 35. 3 



415 SPSGAAVNSSESLPPSSSVND I SSMSTDQTLASDTDSSLEASA (SEQ ID NO: 23) 
382 AATSVSSSASSGVSLSSSMNTANSLCLGGTPASASSSSSRAAP (SEQ ID NO: 24) 
S SSS N S T AS SS A 

>Score = 25. 7 
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>Score = 26. 5 



414 PSPSGAAVNSSESLPPSSSVND I SSMSTDQTLAS-DTDSSLEASA (SEQ ID NO: 34) 
333 SSPLSQLSSSLSSHQSSLSAHAALSSSTSHTHASVESASSHQSSA (SEQ ID NO: 35) 
SP S S S S S ST T AS SS SA 
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Fig. 2 
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Fig. 4 
>Score = 35. 0 

413 OPSPSGAAVNSSESLPPSSSVNDISSMSTDQ (SEQ ID NO: 36) 

1091 QPPPPEKTPNPMECTKPGAALSQDSAVSLEQ (SEQ ID NO: 37) 

QPP NEP SSQ 

>Score = 25. 9 

130 FTPQKTLEE (SEQ ID NO: 38) 

262 YSLQQTLDE (SEQ ID NO: 39) 

Q TL E 

>Score = 26. 4 

199 SDCTLKI LDFGLARTAGTSF (SEQ ID NO: 40) 

386 SDKNLS I FDFSSGECVATMF (SEQ ID NO: 41) 
SD L I DF T F 

>Score = 25. 6 

326 KLKASQARDLLSKML (SEQ ID NO: 42) 

242 KLLASASRDRL I HVL (SEQ ID NO: 43) 

KL AS RD L L 

>Score = 25. 2 

316 SLFPADSEHNKLKASQARDLLSK (SEQ ID NO: 44) 

906 SLVPQERHEASLQAPSPGALLSR (SEQ ID NO: 45) 

SL P A LLS 

>Score = 25. 9 

387 I EEWKEL- I YKEVMNSEE (SEQ ID NO: 46) 
94 LDKWVELRVYP EVKDSNQ (SEQ ID NO: 47) 

W EL Y EV S 

>Score = 26. 7 
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Fig. 5 
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Fig. 7 
>Score = 28. 2 

40 SKSKVDNQFYSVEVGDSTFTVLK 
352 TREK I TTNCYKFK I KDGSF I TLR 
K Y D F L 



(SEQ ID NO: 50) 
(SEQ ID NO: 51) 



>Score = 28.0 

53 VGDSTFTVLKRYQN 
129 VSESVFK I LNYSQN 
V S F L QN 



(SEQ ID NO: 52) 
(SEQ ID NO: 53) 



>Score = 28. 8 

277 EQLGTPCPEF 
324 ELLGTSCYEY 
E LGT C E 



(SEQ ID NO: 54) 
(SEQ ID NO: 55) 



>Score = 26. 1 

437 SSMSTDQTLASDTDSSLEASAG 
548 SSPSNDEAAMAV I MSLLEADAG 
SS S D S LEA AG 



(SEQ ID NO: 56) 
(SEQ ID NO: 57) 
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S KIL 



(SEQ ID NO: 58) 
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(SEQ ID NO: 60) 
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410 VKGQPSPSGAA 
161 VKEQLSSSDTA 
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(SEQ ID NO: 62) 
(SEQ ID NO: 63) 
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Fig. 8 
>Score = 31.4 

402 EEKTKNGWKGQPSPS6AAVNSSESLPPSSS (SEQ ID NO: 64) 

503 DDSSPTGLMKDTHTVNCRSMSNKELFPPSPS (SEQ ID NO: 65) 

G K E PPS S 

>Score = 28. 8 

277 EQLGTPCPEF (SEQ ID NO: 66) 

364 ELLGTSCYEY (SEQ ID NO: 67) 

E LGT C E 

>Score = 27.0 

40 SKSKVDNQFYSVEVGDSTFTVLK (SEQ ID NO: 68) 

392 SKEK I LTDSYKFRAKDGSFVTLK (SEQ ID NO: 69) 

SK K Y D F LK 

>Score = 25. 4 



40 SKSKVDNQFYSV 
269 SKKKEHRKFYT I 
SK K FY 



(SEQ ID NO: 70) 
(SEQ ID NO: 71) 
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Fig. 9 
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Fig. 12 
>Score = 30. 9 
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>Score = 26. 8 

150 DANLCOV I OMEL (SEQ ID NO: 81) 

349 EAVLCQV-HLEL (SEQ ID NO: 82) 

A LCQV EL (SEQ ID NO: 83) 

>Score = 27. 1 

427 LPPSSSV (SEO ID NO: 84) 

359 LPPSSNI (SEO ID NO: 85) 

LPPSS (SEQ ID NO: 86) 

>Score = 25. 1 

132 PQKTLEEFQDVYLVM (SEQ ID NO: 87) 

194 SQEALGRFHEVRSVL (SEQ ID NO: 88) 

Q L F V V 

>Score = 25. 1 



134 KTLEEFQDVYL (SEQ ID NO: 89) 

576 RSIPEYQDINL (SEQ ID NO: 90) 

E QD L 
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